Microbial enzymes were studied from two medicinal viewpoints. First, we examined proline-speciˆc peptidases from pathogenic microorganisms. We found several proline-speciˆc peptidases in pathogenic bacteria. Among them, prolyl tripeptidyl aminopeptidase from Porphylomonas gingivals and prolyl aminopeptidase from Serratia marcescens were crystallized. The complex structures of those enzymes and inhibitors were clariˆed in X-ray crystallography. Aminopeptidase N, which has wide speciˆcity for amino acids, was distributed in the pathogens. The crystal structure of the aminopeptidase N elucidated the reasons for its wide substrate speciˆcity but inertness to the X-Pro bond. It was also revealed that proline-speciˆc peptidases and aminopeptidase N cooperatively degrade collagen for the uptake of amino acids as nutrition when these bacteria infect cells. Second, we applied enzymes from microorganisms to diagnostic analyses. We found a series of creatinine-metabolizing enzymes in Pseudomonas putida. Creatininase, creatinase, and sarcosine oxidase were coupled and have been developed for a diagnostic analysis kit that examines renal function. The structures of the native and the Mn 2＋ -activated creatininases were determined in X-ray crystallography. Based on the structure, the activated enzyme was used for an improved assay kit. The structure of D-3-hydroxybutyrate dehydrogenase from Pseudomonas fragi was also clariˆed in crystallography. The enzyme is useful for diagnostic analysis of diabetes mellitus while monitoring ketone bodies.
Prolyl tripeptidyl aminopeptidase は， 分子量 82000
と基質 Gly-Ala-Pro-bNA との複合体の活性部位構 
及びヘリックスドメインの Tyr149, Tyr150, Phe236 
